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<210> 1 

<211> 3951 

<212> DNA 

<213> Homo sapiens 

<400> 1 



gcccttatgg 


gcgacccagc 


ccccgcccgc 


agcctggacg 


acatcgacct 


gtccgccctg 


60 


cgggaccctg 


ctgggatctt 


tgagcttgtg 


gaggtggtcg 


gcaatggaac 


ctacggacag 


120 


gtgtacaagg 


gtcggcatgt 


caagacgggg 


cagctggctg 


ccatcaaggt 


catggatgtc 


180 


acggaggacg 


aggaggaaga 


gatcaaacag 


gagatcaaca 


tgctgaaaaa 


gtactctcac 


240 


caccgcaaca 


tcgccaccta 


ctacggagcc 


ttcatcaaga 


agagcccccc 


gggaaacgat 


300 


gaccagctct 


ggctggtgat 


ggagttctgt 


ggtgctggtt 


cagtgactga 


cctggtaaag 


360 


aacacaaaag 


gcaacgccct 


gaaggaggac 


tgtatcgcct 


atatctgcag 


ggagatcctc 


420 


aggggtctgg 


cccatctcca 


tgcccacaag 


gtgatccatc 


gagacatcaa 


ggggcagaat 


480 


gtgctgctga 


cagagaatgc 


tgaggtcaag 


ctagtggatt 


ttggggtgag 


tgctcagctg 


540 


gaccgcaccg 


tgggcagacg 


gaacactttc 


attgggactc 


cctactggat 


ggctccagag 


600 


gtcatcgcct 


gtgatgagaa 


ccctgatgcc 


acctatgatt 


acaggagtga 


tatttggtct 


660 


ctaggaatca 


cagccatcga 


gatggcagag 


ggagcccccc 


ctctgtgtga 


catgcacccc 


720 


atgcgagccc 


tcttcctcat 


tcctcggaac 


cctccgccca ggctcaagtc 


caagaagtgg 


780 


tctaagaagt 


tcattgactt 


cattgacaca 


tgtctcatca 


agacttacct 


gagccgccca 


840 


cccacggagc 


agctactgaa 


gtttcccttc 


atccgggacc 


agcccacgga 


gcggcaggtc 


900 


cgcatccagc 


ttaaggacca 


cattgaccga 


tcccggaaga 


agcggggtga 


gaaagaggag 


960 


acagaatatg 


agtacagcgg 


cagcgaggag 


gaagatgaca gccatggaga 


ggaaggagag 


1020 
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ccaagctcca 


tcatgaacgt 


gcctggagag 


tcgactctac 


gccgggagtt 


tctccggctc 


cagcaggaaa 


ataagagcaa 


ctcagaggct 


ttaaaacagc 


agcagcagct 


gcagcagcag 


cagcagcgag 


accccgaggc 


acacatcaaa 


cacctgctgc 


accagcggca 


gcggcgcata 


gaggagcaga 


aggaggagcg 


gcgccgcgtg 


gaggagcaac 


agcggcggga 


gcgggagcag 


cggaagctgc 


aggagaagga 


gcagcagcgg 


cggctggagg 


acatgcaggc 


tctgcggcgg 


gaggaggagc 


ggcggcaggc 


ggagcgtgag 


caggaataca 


agcggaagca 


gctggaggag 


cagcggcagt 


cagaacgtct 


ccagaggcag 


ctgcagcagg 


agcatgccta 


cctcaagtcc 


ctgcagcagc 


agcaacagca 


gcagcagctt 


cagaaacagc 


agcagcagca 


gctcctgcct 


ggggacagga 


agcccctgta 


ccattatggt 


cggggcatga 


atcccgctga 


caaaccagcc 


tgggcccgag 


aggtagaaga 


gagaacaagg 


atgaacaagc 


agcagaactc 


tcccttggcc 


aagagcaagc 


caggcagcac 


ggggcctgag 


ccccccatcc 


cccaggcctc 


cccagggccc 


ccaggacccc 


tttcccagac 


tcctcctatg 


cagaggccgg 


tggagcccca 


ggagggaccg 


cacaagtccc 


tgcaggacca 


gcccacccga 


aacctggctg 


ccttcccagc 


ctcccatgac 


cccgaccctg 


ccatccccgc 


acccactgcc 


acgcccagtg 


cccgaggagc 


tgtcatccgc 


cagaattcag 


accccacctc 


tgaaggacct 


ggccccagcc 


cgaatccccc 


agcctgggtc 


cgcccagata 


acgaggcccc 


acccaaggtg 


cctcagagga 


cctcatctat 


cgccactgcc 


cttaacacca 


gtggggccgg 


agggtcccgg 


ccagcccagg 


cagtccgtgc 


cagacctcgc 


agcaactccg 


cctggcaaat 


ctatctgcaa 


aggcgggcag 


agcggggcac 


cccaaagcct 


ccagggcccc 


ctgctcagcc 


ccctggcccg 


cccaacgcct 


ctagtaaccc 


cgacctcagg 


aggagcgacc 


ctggctggga 


acgctcggac 


agcgtccttc 


cagcctctca 


cgggcacctc 


ccccaggctg 


gctcactgga 


gcggaaccgc 


gtgggagcct 


cctccaaact 


ggacagctcc 


cctgtgctct 


cccctgggaa 


taaagccaag 


cccgacgacc 


accgctcacg 


gccaggccgg 


cccgcagact 


ttgtgttgct 


gaaagagcgg 


actctggacg 


aggcccctcg 


gcctcccaag 


aaggccatgg 


actactcgtc 


gtccagcgag 


gaggtggaaa 


gcagtgagga 


cgacgaggag 


gaaggcgaag 


gcgggccagc 


agaggggagc 


agagataccc 


ctgggggccg 


cagcgatggg 


gatacagaca 


gcgtcagcac 


catggtggtc 


cacgacgtcg 


aggagatcac 


cgggacccag 


cccccatacg 


ggggcggcac 


catggtggtc 


cagcgcaccc 


ctgaagagga 


gcggaacctg 


ctgcatgctg 


acagcaatgg 


gtacacaaac 


ctgcctgacg 


tggtccagcc 


cagccactca 



1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
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cccaccgaga acagcaaagg ccaaagccca ccctcgaagg atgggagtgg tgactaccag 2760 

tctcgtgggc tggtaaaggc ccctggcaag agctcgttca cgatgtttgt ggatctaggg 2820 

atctaccagc ctggaggcag tggggacagc atccccatca cagccctagt gggtggagag 2880 

ggcactcggc tcgaccagct gcagtacgac gtgaggaagg gttctgtggt caacgtgaat 2940 

cccaccaaca cccgggccca cagtgagacc cctgagatcc ggaagtacaa gaagcgattc 3000 

aactccgaga tcctctgtgc agccctttgg ggggtcaacc tgctggtggg cacggagaac 3 060 

gggctgatgt tgctggaccg aagtgggcag ggcaaggtgt atggactcat tgggcggcga 312 0 

cgcttccagc agatggatgt gctggagggg ctcaacctgc tcatcaccat ctcagggaaa 3180 

aggaacaaac tgcgggtgta ttacctgtcc tggctccgga acaagattct gcacaatgac 3240 

ccagaagtgg agaagaagca gggctggacc accgtggggg acatggaggg ctgcgggcac 3300 

taccgtgttg tgaaatacga gcggattaag ttcctggtca tcgccctcaa gagctccgtg 3360 

gaggtgtatg cctgggcccc caaaccctac cacaaattca tggccttcaa gtcctttgcc 3420 

gacctccccc accgccctct gctggtcgac ctgacagtag aggaggggca gcggctcaag 3480 

gtcatctatg gctccagtgc tggcttccat gctgtggatg tcgactcggg gaacagctat 3540 

gacatctaca tccctgtgca catccagagc cagatcacgc cccatgccat catcttcctc 3600 

cccaacaccg acggcatgga gatgctgctg tgctacgagg acgagggtgt ctacgtcaac 3660 

acgtacgggc gcatcattaa ggatgtggtg ctgcagtggg gggagatgcc tacttctgtg 3720 

gcctacatct gctccaacca gataatgggc tggggtgaga aagccattga gatccgctct 3780 

gtggagacgg gccacctcga cggggtcttc atgcacaaac gagctcagag gctcaagttc 3840 

ctgtgtgagc ggaatgacaa ggtgtttttt gcctcagtcc gctctggggg cagcagccaa 3 900 

gtttacttca tgactctgaa ccgtaactgc atcatgaact ggtgaaaggg c 3951 

<210> 2 

<211> 1312 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gly Asp Pro Ala Pro Ala Arg Ser Leu Asp Asp lie Asp Leu Ser 
15 10 15 

Ala Leu Arg Asp Pro Ala Gly lie Phe Glu Leu Val Glu Val Val Gly 
20 25 30 
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Asn Gly Thr Tyr Gly Gin Val Tyr Lys Gly Arg His Val Lys Thr Gly 
35 40 45 



Gin Leu Ala Ala lie Lys Val Met Asp Val Thr Glu Asp Glu Glu Glu 
50 55 60 



Glu lie Lys Gin Glu lie Asn Met Leu Lys Lys Tyr Ser His His Arg 
65 70 75 80 



Asn lie Ala Thr Tyr Tyr Gly Ala Phe lie Lys Lys Ser Pro Pro Gly 
85 90 95 



Asn Asp Asp Gin Leu Trp Leu Val Met Glu Phe Cys Gly Ala Gly Ser 
100 105 110 



Val Thr Asp Leu Val Lys Asn Thr Lys Gly Asn Ala Leu Lys Glu Asp 
115 120 125 



Cys lie Ala Tyr lie Cys Arg Glu lie Leu Arg Gly Leu Ala His Leu 
130 135 140 



His Ala His Lys Val lie His Arg Asp lie Lys Gly Gin Asn Val Leu 
145 150 155 160 



Leu Thr Glu Asn Ala Glu Val Lys Leu Val Asp Phe Gly Val Ser Ala 
165 170 175 



Gin Leu Asp Arg Thr Val Gly Arg Arg Asn Thr Phe lie Gly Thr Pro 
180 185 190 



Tyr Trp Met Ala Pro Glu Val lie Ala Cys Asp Glu Asn Pro Asp Ala 
195 200 205 



Thr Tyr Asp Tyr Arg Ser Asp lie Trp Ser Leu Gly lie Thr Ala lie 
210 215 220 



Glu Met Ala Glu Gly Ala Pro Pro Leu Cys Asp Met His Pro Met Arg 
225 230 235 240 



Ala Leu Phe Leu lie Pro Arg Asn Pro Pro Pro Arg Leu Lys Ser Lys 
245 250 255 
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Lys Trp Ser Lys Lys Phe lie Asp Phe lie Asp Thr Cys Leu lie Lys 
260 265 270 



Thr Tyr Leu Ser Arg Pro Pro Thr Glu Gin Leu Leu Lys Phe Pro Phe 
275 280 285 



lie Arg Asp Gin Pro Thr Glu Arg Gin Val Arg lie Gin Leu Lys Asp 
290 295 300 



His lie Asp Arg Ser Arg Lys Lys Arg Gly Glu Lys Glu Glu Thr Glu 
305 310 315 320 



Tyr Glu Tyr Ser Gly Ser Glu Glu Glu Asp Asp Ser His Gly Glu Glu 
325 330 335 



Gly Glu Pro Ser Ser lie Met Asn Val Pro Gly Glu Ser Thr Leu Arg 
340 345 350 



Arg Glu Phe Leu Arg Leu Gin Gin Glu Asn Lys Ser Asn Ser Glu Ala 
355 360 365 



Leu Lys Gin Gin Gin Gin Leu Gin Gin Gin Gin Gin Arg Asp Pro Glu 
370 375 380 



Ala His lie Lys His Leu Leu His Gin Arg Gin Arg Arg lie Glu Glu 
385 390 395 400 



Gin Lys Glu Glu Arg Arg Arg Val Glu Glu Gin Gin Arg Arg Glu Arg 
405 410 415 



Glu Gin Arg Lys Leu Gin Glu Lys Glu Gin Gin Arg Arg Leu Glu Asp 
420 425 430 



Met Gin Ala Leu Arg Arg Glu Glu Glu Arg Arg Gin Ala Glu Arg Glu 
435 440 445 



Gin Glu Tyr Lys Arg Lys Gin Leu Glu Glu Gin Arg Gin Ser Glu Arg 
450 455 460 



Leu Gin Arg Gin Leu Gin Gin Glu His Ala Tyr Leu Lys Ser Leu Gin 
465 470 475 480 



Gin Gin Gin Gin Gin Gin Gin Leu Gin Lys Gin Gin Gin Gin Gin Leu 
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485 490 495 



Leu Pro Gly Asp Arg Lys Pro Leu Tyr His Tyr Gly Arg Gly Met Asn 
500 505 510 



Pro Ala Asp Lys Pro Ala Trp Ala Arg Glu Val Glu Glu Arg Thr Arg 
515 520 525 



Met Asn Lys Gin Gin Asn Ser Pro Leu Ala Lys Ser Lys Pro Gly Ser 
530 535 540 



Thr Gly Pro Glu Pro Pro lie Pro Gin Ala Ser Pro Gly Pro Pro Gly 
545 550 555 560 



Pro Leu Ser Gin Thr Pro Pro Met Gin Arg Pro Val Glu Pro Gin Glu 
565 570 575 



Gly Pro His Lys Ser Leu Gin Asp Gin Pro Thr Arg Asn Leu Ala Ala 
580 585 590 



Phe Pro Ala Ser His Asp Pro Asp Pro Ala lie Pro Ala Pro Thr Ala 
595 600 605 



Thr Pro Ser Ala Arg Gly Ala Val lie Arg Gin Asn Ser Asp Pro Thr 
610 615 620 



Ser Glu Gly Pro Gly Pro Ser Pro Asn Pro Pro Ala Trp Val Arg Pro 
625 630 635 640 



Asp Asn Glu Ala Pro Pro Lys Val Pro Gin Arg Thr Ser Ser lie Ala 
645 650 655 



Thr Ala Leu Asn Thr Ser Gly Ala Gly Gly Ser Arg Pro Ala Gin Ala 
660 665 670 



Val Arg Ala Arg Pro Arg Ser Asn Ser Ala Trp Gin lie Tyr Leu Gin 
675 680 685 



Arg Arg Ala Glu Arg Gly Thr Pro Lys Pro Pro Gly Pro Pro Ala Gin 
690 695 700 



Pro Pro Gly Pro Pro Asn Ala Ser Ser Asn Pro Asp Leu Arg Arg Ser 
705 710 715 720 
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Asp Pro Gly Trp Glu Arg Ser Asp Ser Val Leu Pro Ala Ser His Gly 
725 730 735 



His Leu Pro Gin Ala Gly Ser Leu Glu Arg Asn Arg Val Gly Ala Ser 
740 745 750 



Ser Lys Leu Asp Ser Ser Pro Val Leu Ser Pro Gly Asn Lys Ala Lys 
755 760 765 



Pro Asp Asp His Arg Ser Arg Pro Gly Arg Pro Ala Asp Phe Val Leu 
770 775 780 



Leu Lys Glu Arg Thr Leu Asp Glu Ala Pro Arg Pro Pro Lys Lys Ala 
785 790 795 800 



Met Asp Tyr Ser Ser Ser Ser Glu Glu Val Glu Ser Ser Glu Asp Asp 
805 810 815 



Glu Glu Glu Gly Glu Gly Gly Pro Ala Glu Gly Ser Arg Asp Thr Pro 
820 825 830 



Gly Gly Arg Ser Asp Gly Asp Thr Asp Ser Val Ser Thr Met Val Val 
835 840 845 



His Asp Val Glu Glu lie Thr Gly Thr Gin Pro Pro Tyr Gly Gly Gly 
850 855 860 



Thr Met Val Val Gin Arg Thr Pro Glu Glu Glu Arg Asn Leu Leu His 
865 870 875 880 



Ala Asp Ser Asn Gly Tyr Thr Asn Leu Pro Asp Val Val Gin Pro Ser 
885 890 895 



His Ser Pro Thr Glu Asn Ser Lys Gly Gin Ser Pro Pro Ser Lys Asp 
900 905 910 



Gly Ser Gly Asp Tyr Gin Ser Arg Gly Leu Val Lys Ala Pro Gly Lys 
915 920 925 



Ser Ser Phe Thr Met Phe Val Asp Leu Gly lie Tyr Gin Pro Gly Gly 
930 935 940 
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Ser Gly Asp Ser lie Pro lie Thr Ala Leu Val Gly Gly Glu Gly Thr 
945 950 955 960 



Arg Leu Asp Gin Leu Gin Tyr Asp Val Arg Lys Gly Ser Val Val Asn 
965 970 975 



Val Asn Pro Thr Asn Thr Arg Ala His Ser Glu Thr Pro Glu lie Arg 
980 985 990 



Lys Tyr Lys Lys Arg Phe Asn Ser Glu lie Leu Cys Ala Ala Leu Trp 
995 1000 1005 



Gly Val Asn Leu Leu Val Gly Thr Glu Asn Gly Leu Met Leu Leu 
1010 1015 1020 



Asp Arg Ser Gly Gin Gly Lys Val Tyr Gly Leu lie Gly Arg Arg 
1025 1030 1035 



Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu Asn Leu Leu lie 
1040 1045 1050 



Thr lie Ser Gly Lys Arg Asn Lys Leu Arg Val Tyr Tyr Leu Ser 
1055 1060 1065 



Trp Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val Glu Lys 
1070 1075 1080 



Lys Gin Gly Trp Thr Thr Val Gly Asp Met Glu Gly Cys Gly His 
1085 1090 1095 



Tyr Arg Val Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala 
1100 1105 1110 



Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr 
1115 1120 1125 



His Lys Phe Met Ala Phe Lys Ser Phe Ala Asp Leu Pro His Arg 
1130 1135 1140 



Pro Leu Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys 
1145 1150 1155 
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Val He Tyr Gly Ser Ser Ala Gly Phe His Ala Val Asp Val Asp 
1160 1165 1170 



Ser Gly Asn Ser Tyr Asp He Tyr He Pro Val His He Gin Ser 
1175 1180 1185 



Gin He Thr Pro His Ala lie lie Phe Leu Pro Asn Thr Asp Gly 
1190 1195 1200 



Met Glu Met Leu Leu Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn 
1205 1210 1215 



Thr Tyr Gly Arg He He Lys Asp Val Val Leu Gin Trp Gly Glu 
1220 1225 1230 



Met Pro Thr Ser Val Ala Tyr He Cys Ser Asn Gin He Met Gly 
1235 1240 1245 



Trp Gly Glu Lys Ala He Glu He Arg Ser Val Glu Thr Gly His 
1250 1255 1260 



Leu Asp Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys Phe 
1265 1270 1275 



Leu Cys Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser 
1280 1285 1290 



Gly Gly Ser Ser Gin Val Tyr Phe Met Thr Leu Asn Arg Asn Cys 
1295 1300 1305 



He Met Asn Trp 
1310 



<210> 3 

<211> 4414 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gcccttacca ttctggaagc tccctagaat ctcctggaat gcttaatgga cctttccagc 60 

accgaaattc aagaattatg actcatcggt cagcagaaaa gaccctgctg ggatctttga 12 0 

gcttgtggag gtggtcggca atggaaccta cggacaggtg tacaagggtc ggcatgtcaa 180 

gacggggcag ctggctgcca tcaaggtcat ggatgtcacg gaggacgagg aggaagagat 240 
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caaacaggag 


atcaacatgc 


tgaaaaagta 


ctctcaccac 


cgcaacatcg 


ccacctacta 


300 


cggagccttc 


atcaagaaga 


gccccccggg 


aaacgatgac 


cagctctggc 


tggtgatgga 


360 


gttctgtggt 


gctggttcag 


tgactgacct 


ggtaaagaac 


acaaaaggca 


acgccctgaa 


420 


ggaggactgt 


atcgcctata 


tctgcaggga 


gatcctcagg 


ggtctggccc 


atctccatgc 


480 


ccacaaggtg 


atccatcgag 


acatcaaggg 


gcagaatgtg 


ctgctgacag 


agaatgctga 


540 


ggtcaagcta 


gtggattttg 


gggtgagtgc 


tcagctggac 


cgcaccgtgg 


gcagacggaa 


600 


cactttcatt 


gggactccct 


actggatggc 


tccagaggtc 


atcgcctgtg 


atgagaaccc 


660 


tgatgccacc 


tatgattaca 


ggagtgatat 


ttggtctcta 


ggaatcacag 


ccatcgagat 


720 


ggcagaggga 


gccccccctc 


tgtgtgacat 


gcaccccatg 


cgagccctct 


tcctcattcc 


780 


tcggaaccct 


ccgcccaggc 


tcaagtccaa 


gaagtggtct 


aagaagttca 


ttgacttcat 


840 


tgacacatgt 


ctcatcaaga 


cttacctgag 


ccgcccaccc 


acggagcagc 


tactgaagtt 


900 


tcccttcatc 


cgggaccagc 


ccacggagcg 


gcaggtccgc 


atccagctta 


aggaccacat 


960 


tgaccgatcc 


cggaagaagc 


ggggtg a g aa 


agaggagaca 


gaatatgagt 


acagcggcag 


1020 


cgaggaggaa 


gatgacagcc 


atggagagga 


aggagagcca 


agctccatca 


tgaacgtgcc 


1080 


tggagagtcg 


actctacgcc 


gggagtttct 


ccggctccag 


caggaaaata 


agagcaactc 


1140 


agaggcttta 


aaacagcagc 


agcagctgca 


gcagcagcag 


cagcgagacc 


ccgaggcaca 


1200 


catcaaacac 


ctgctgcacc 


agcggcagcg 


gcgcatagag 


gagcagaagg 


a gg a gcggcg 


1260 


ccgcgtggag 


gagcaacagc 


ggcgggagcg 


ggagcagcgg 


aagctgcagg 


agaaggagca 


1320 


gcagcggcgg 


ctggaggaca 


tgcaggctct 


gcggcgggag 


gaggagcggc 


ggcaggcgga 


1380 


gcgtgagcag 


gaatacaagc 


ggaagcagct 


ggaggagcag 


cggcagtcag 


aacgtctcca 


1440 


gaggcagctg 


cagcaggagc 


atgcctacct 


caagtccctg 


cagcagcagc 


aacagcagca 


1500 


gcagcttcag 


aaacagcagc 


agcagcagct 


cctgcctggg 


gacaggaagc 


ccctgtacca 


1560 


ttatggtcgg 


ggcatgaatc 


ccgctgacaa 


accagcctgg 


gcccgagagg 


tagaagagag 


1620 


aacaaggatg 


aacaagcagc 


agaactctcc 


cttggccaag 


agcaagccag 


gcagcacggg 


1680 


gcctgagccc 


cccatccccc 


aggcctcccc 


agggccccca 


ggaccccttt 


cccagactcc 


1740 


tcctatgcag 


aggccggtgg 


agccccagga 


gggaccgcac 


aagagcctgg 


tggcacaccg 


1800 


ggtcccactg 


aagccatatg 


cagcacctgt 


accccgatcc 


cagtccctgc 


aggaccagcc 


1860 


cacccgaaac 


ctggctgcct 


tcccagcctc 


ccatgacccc 


gaccctgcca 


tccccgcacc 


1920 
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cactgccacg 


cccagtgccc 


gaggagctgt 


catccgccag 


aattcagacc 


ccacctctga 


1980 


aggacctggc 


cccagcccga 


atcccccagc 


ctgggtccgc 


ccagataacg 


aggccccacc 


2040 


caaggtgcct 


cagaggacct 


catctatcgc 


cactgccctt 


aacaccagtg 


gggccggagg 


2100 


gtcccggcca 


gcccaggcag 


tccgtgccag 


acctcgcagc 


aactccgcct 


ggcaaatcta 


2160 


tctgcaaagg 


cgggcagagc 


ggggcacccc 


aaagcctcca 


gggccccctg 


ctcagccccc 


2220 


tggcccgccc 


aacgcctcta 


gtaaccccga 


cctcaggagg 


agcgaccctg 


gctgggaacg 


2280 


ctcggacagc 


gtccttccag 


cctctcacgg 


gcacctcccc 


caggctggct 


cactggagcg 


2340 


gaaccgcgtg 


ggagcctcct 


ccaaactgga 


cagctcccct 


gtgctctccc 


ctgggaataa 


2400 


agccaagccc 


gacgaccacc 


gctcacggcc 


aggccggccc 


gcagtgagtc 


acctggtggc 


2460 


aggcatggcc 


tgcctcatcc 


tggtttgggg 


cttagcctca 


gggtgctggg 


tgtcaggggt 


2520 


ggggtctccg 


ctgatctacc 


gagaagggct 


gtggggatgg 


agggactggt 


gcttctcatg 


2580 


gtgctaacct 


ttcctaacct 


ctctcctaac 


ctctctccta 


acctctcttc 


tggctctttc 


2640 


ttcccctgcg 


gcccctccca 


gagctataag 


cgagcaattg 


gtgaggttag 


tgagatgggc 


2700 


ctgcttgtgg 


gagcccctcc 


tgtcgccctg 


ctggggcgtc 


ccggcaccct 


ttgtctacct 


2760 


ccacccaggc 


ccagcttctc 


cctgcccctc 


acgtggctcc 


tccctgcagg 


actttgtgtt 


2820 


gctgaaagag 


cggactctgg 


acgaggcccc 


tcggcctccc 


aagaaggcca 


tggactactc 


2880 


gtcgtccagc 


gaggaggtgg 


aaagcagtga 


ggacgacgag 


gaggaaggcg 


aaggcgggcc 


2940 


agcagagggg 


agcagagata 


cccctggggg 


ccgcagcgat 


ggggatacag 


acagcgtcag 


3000 


caccatggtg 


gtccacgacg 


tcgaggagat 


caccgggacc 


cagcccccat 


acgggggcgg 


3060 


caccatggtg 


gtccagcgca 


cccctgaaga 


ggagcggaac 


ccgctgcatg 


ctgacagcaa 


3120 


tgggtacaca 


aacctgcctg 


acgtggtcca 


gcccagccac 


tcacccaccg 


agaacagcaa 


3180 


aggccaaagc 


ccaccctcga 


aggatgggag 


tggtgactac 


cagtctcgtg 


ggctggtaaa 


3240 


ggcccctggc 


aagagctcgt 


tcacgatgtt 


tgtggatcta 


gggatctacc 


agcctggagg 


3300 


cagtggggac 


agcatcccca 


tcacagccct 


agtgggtgga 


gagggcactc 


ggctcgacca 


3360 


gctgcagtac 


gacgtgagga 


agggttctgt 


ggtcaacgtg 


aatcccacca 


acacccgggc 


3420 


ccacagtgag 


acccctgaga 


tccggaagta 


caagaagcga 


ttcaactccg 


agatcctctg 


3480 


tgcagccctt 


tggggggtca 


acctgctggt 


gggcacggag 


aacgggctga 


tgttgctgga 


3540 


ccgaagtggg 


caggacaagg 


tgtatggact 


cattgggcga 


cgacgcttcc 


agcagatgga 


3600 


tgtgctggag 


gggctcaacc 


tgctcatcac 


catctcaggg 


aaaaggaaca 


aactgcgggt 


3660 
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gtattacctg 


tcctggctcc 


ggaacaagat 


tctgcacaat 


gacccagaag 


tggagaagaa 


3720 


gcagggctgg 


accaccgtgg 


gggacatgga 


gggctgcggg 


cactaccgtg 


ttgtgaaata 


3780 


cgagcggatt 


aagttcctgg 


tcatcgccct 


caagagctcc 


gtggaggtgt 


atgcctgggc 


3840 


ccccaaaccc 


taccacaaat 


tcatggcctt 


caagtccttt 


gccgacctcc 


cccaccgccc 


3900 


tctgctggtc 


gacctgacag 


tagaggaggg 


gcagcggctc 


aaggtcatct 


atggctccag 


3960 


tgctggcttc 


catgctgtgg 


atgtcgactc 


ggggaacagc 


tatgacatct 


acatccctgt 


4020 


gcacatccag 


agccagatca 


cgccccatgc 


catcatcttc 


ctccccaaca 


ccgacggcat 


4080 


ggagatgctg 


ctgtgctacg 


aggacgaggg 


tgtctacgtc 


aacacgtacg 


ggcgcatcat 


4140 


taaggatgtg 


gtgctgcagt 


ggggggagat 


gcctacttct 


gtggcctaca 


tctgctccaa 


4200 


ccagataatg 


ggctggggtg 


agaaagccat 


tgagatccgc 


tctgtggaga 


cgggccacct 


4260 


cgacggggtc 


ttcatgcaca 


aacgagctca 


gaggctcaag 


ttcctgtgtg 


agcggaatga 


4320 


caaggtgttt 


tttgcctcag 


tccgctctgg 


gggcagcagc 


caagtttact 


tcatgactct 


4380 


gaaccgtaac 


tgcatcatga 


actggtgaaa 


gggc 






4414 



<210> 4 

<211> 792 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Asp Val Thr Glu Asp Glu Glu Glu Glu lie Lys Gin Glu lie Asn 
15 10 15 

Met Leu Lys Lys Tyr Ser His His Arg Asn lie Ala Thr Tyr Tyr Gly 
20 25 30 

Ala Phe lie Lys Lys Ser Pro Pro Gly Asn Asp Asp Gin Leu Trp Leu 
35 40 45 

Val Met Glu Phe Cys Gly Ala Gly Ser Val Thr Asp Leu Val Lys Asn 
50 55 60 

Thr Lys Gly Asn Ala Leu Lys Glu Asp Cys lie Ala Tyr lie Cys Arg 
65 70 75 80 

Glu lie Leu Arg Gly Leu Ala His Leu His Ala His Lys Val lie His 
85 90 95 
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Arg Asp lie Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala Glu Val 
100 105 110 



Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg Thr Val Gly 
115 120 125 



Arg Arg Asn Thr Phe lie Gly Thr Pro Tyr Trp Met Ala Pro Glu Val 
130 135 140 



lie Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr Asp Tyr Arg Ser Asp 
145 . 150 155 160 



He Trp Ser Leu Gly He Thr Ala He Glu Met Ala Glu Gly Ala Pro 
165 170 175 



Pro Leu Cys Asp Met His Pro Met Arg Ala Leu Phe Leu He Pro Arg 
180 185 190 



Asn Pro Pro Pro Arg Leu Lys Ser Lys Lys Trp Ser Lys Lys Phe He 
195 200 205 



Asp Phe He Asp Thr Cys Leu He Lys Thr Tyr Leu Ser Arg Pro Pro 
210 215 220 



Thr Glu Gin Leu Leu Lys Phe Pro Phe He Arg Asp Gin Pro Thr Glu 
225 230 235 240 



Arg Gin Val Arg He Gin Leu Lys Asp His He Asp Arg Ser Arg Lys 
245 250 255 



Lys Arg Gly Glu Lys Glu Glu Thr Glu Tyr Glu Tyr Ser Gly Ser Glu 
260 265 270 



Glu Glu Asp Asp Ser His Gly Glu Glu Gly Glu Pro Ser Ser He Met 
275 280 285 



Asn Val Pro Gly Glu Ser Thr Leu Arg Arg Glu Phe Leu Arg Leu Gin 
290 295 300 



Gin Glu Asn Lys Ser Asn Ser Glu Ala Leu Lys Gin Gin Gin Gin Leu 
305 310 315 320 
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Gin Gin Gin Gin Gin Arg Asp Pro Glu Ala His lie Lys His Leu Leu 
325 330 335 



His Gin Arg Gin Arg Arg lie Glu Glu Gin Lys Glu Glu Arg Arg Arg 
340 345 350 



Val Glu Glu Gin Gin Arg Arg Glu Arg Glu Gin Arg Lys Leu Gin Glu 
355 360 365 



Lys Glu Gin Gin Arg Arg Leu Glu Asp Met Gin Ala Leu Arg Arg Glu 
370 375 380 



Glu Glu Arg Arg Gin Ala Glu Arg Glu Gin Glu Tyr Lys Arg Lys Gin 
385 390 395 400 



Leu Glu Glu Gin Arg Gin Ser Glu Arg Leu Gin Arg Gin Leu Gin Gin 
405 410 415 



Glu His Ala Tyr Leu Lys Ser Leu Gin Gin Gin Gin Gin Gin Gin Gin 
420 425 430 



Leu Gin Lys Gin Gin Gin Gin Gin Leu Leu Pro Gly Asp Arg Lys Pro 
435 440 445 



Leu Tyr His Tyr Gly Arg Gly Met Asn Pro Ala Asp Lys Pro Ala Trp 
450 455 460 



Ala Arg Glu Val Glu Glu Arg Thr Arg Met Asn Lys Gin Gin Asn Ser 
465 470 475 480 



Pro Leu Ala Lys Ser Lys Pro Gly Ser Thr Gly Pro Glu Pro Pro lie 
485 490 495 



Pro Gin Ala Ser Pro Gly Pro Pro Gly Pro Leu Ser Gin Thr Pro Pro 
500 505 510 



Met Gin Arg Pro Val Glu Pro Gin Glu Gly Pro His Lys Ser Leu Val 
515 520 525 



Ala His Arg Val Pro Leu Lys Pro Tyr Ala Ala Pro Val Pro Arg Ser 
530 535 540 
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Gin Ser Leu Gin Asp Gin Pro Thr Arg Asn Leu Ala Ala Phe Pro Ala 
545 550 555 560 



Ser His Asp Pro Asp Pro Ala lie Pro Ala Pro Thr Ala Thr Pro Ser 
565 570 575 



Ala Arg Gly Ala Val lie Arg Gin Asn Ser Asp Pro Thr Ser Glu Gly 
580 585 590 



Pro Gly Pro Ser. Pro Asn Pro Pro Ala Trp Val Arg Pro Asp Asn Glu 
595 600 605 



Ala Pro Pro Lys Val Pro Gin Arg Thr Ser Ser lie Ala Thr Ala Leu 
610 615 620 



Asn Thr Ser Gly Ala Gly Gly Ser Arg Pro Ala Gin Ala Val Arg Ala 
625 630 635 640 



Arg Pro Arg Ser Asn Ser Ala Trp Gin lie Tyr Leu Gin Arg Arg Ala 
645 650 655 



Glu Arg Gly Thr Pro Lys Pro Pro Gly Pro Pro Ala Gin Pro Pro Gly 
660 665 670 



Pro Pro Asn Ala Ser Ser Asn Pro Asp Leu Arg Arg Ser Asp Pro Gly 
675 680 685 



Trp Glu Arg Ser Asp Ser Val Leu Pro Ala Ser His Gly His Leu Pro 
690 695 700 



Gin Ala Gly Ser Leu Glu Arg Asn Arg Val Gly Ala Ser Ser Lys Leu 
705 710 715 720 



Asp Ser Ser Pro Val Leu Ser Pro Gly Asn Lys Ala Lys Pro Asp Asp 
725 730 735 



His Arg Ser Arg Pro Gly Arg Pro Ala Val Ser His Leu Val Ala Gly 
740 745 750 



Met Ala Cys Leu lie Leu Val Trp Gly Leu Ala Ser Gly Cys Trp Val 
755 760 765 



Ser Gly Val Gly Ser Pro Leu lie Tyr Arg Glu Gly Leu Trp Gly Trp 
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770 775 780 

Arg Asp Trp Cys Phe Ser Trp Cys 
785 790 

<210> 5 

<211> 4033 

<212> DNA 

<213> Homo sapiens 

<400> 5 



accattctgg 


aagctcccta 


gaatctcctg 


gaatgcttaa 


tggacctttc 


cagcaccgaa 


60 


attcaagaat 


tatgactcat 


cggtcagcag 


aaaagaccct 


gctgggatct 


ttgagcttgt 


120 


ggaggtggtc 


ggcaatggaa 


cctacggaca 


ggtgtacaag 


ggtcggcatg 


tcaagacggg 


180 


gcagctggct 


gccatcaagg 


tcatggatgt 


cacggaggac 


gaggaggaag 


agatcaaaca 


240 


ggagatcaac 


atgctgaaaa 


agtactctca 


ccaccgcaac 


atcgccacct 


actacggagc 


300 


cttcatcaag 


aagagccccc 


cgggaaacga 


tgaccagctc 


tggctggtga 


tggagttctg 


360 


tggtgctggt 


tcagtgactg 


acctggtaaa 


gaacacaaaa 


ggcaacgccc 


tgaaggagga 


420 


ctgtatcgcc 


tatatctgca 


gggagatcct 


caggggtctg gcccatctcc 


atgcccacaa 


480 


ggtgatccat 


cgagacatca 


aggggcagaa 


tgtgctgctg 


acagagaatg 


ctgaggtcaa 


540 


gctagtggat 


tttggggtga 


gtgctcagct 


ggaccgcacc 


gtgggcagac 


ggaacacttt 


600 


cattgggact 


ccctactgga 


tggctccaga 


ggtcatcgcc 


tgtgatgaga 


accctgatgc 


660 


cacctatgat 


tacaggagtg 


atatttggtc 


tctaggaatc 


acagccatcg 


agatggcaga 


720 


gggagccccc 


cctctgtgtg 


acatgcaccc 


catgcgagcc 


ctcttcctca 


ttcctcggaa 


780 


ccctccgccc 


aggctcaagt 


ccaagaagtg 


gtctaagaag 


ttcattgact 


tcattgacac 


840 


atgtctcatc 


aagacttacc 


tgagccgccc 


acccacggag 


cagctactga 


agtttccctt 


900 


catccgggac 


cagcccacgg 


agcggcaggt 


ccgcatccag 


cttaaggacc 


acattgaccg 


960 


atcccggaag 


aagcggggtg 


agaaagagga 


gacagaatat 


gagtacagcg 


gcagcgagga 


1020 


ggaagatgac 


agccatggag 


aggaaggaga 


gccaagctcc 


atcatgaacg 


tgcctggaga 


1080 


gtcgactcta 


cgccgggagt 


ttctccggct 


ccagcaggaa 


aataagagca 


actcagaggc 


1140 


tttaaaacag 


cagcagcagc 


tgcagcagca 


gcagcagcga 


gaccccgagg 


cacacatcaa 


1200 


acacctgctg 


caccagcggc 


agcggcgcat 


agaggagcag 


aaggaggagc 


ggcgccgcgt 


1260 


ggaggagcaa 


cagcggcggg 


ggcgggagca 


gcggaagctg 


caggagaagg 


agcagcagcg 


1320 
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gcggctggag 


gacatgcagg 


ctctgcggcg 


ggaggaggag 


cggcggcagg 


cggagcgtga 


1380 


gcaggaatac 


aagcggaagc 


agctggagga 


gcagcggcag 


tcagaacgtc 


tccagaggca 


1440 


gctgcagcag 


gagcatgcct 


acctcaagtc 


cctgcagcag 


cagcaacagc 


agcagcagct 


1500 


tcagaaacag 


cagcagcagc 


agctcctgcc 


tggggacagg 


aagcccctgt 


accattatgg 


1560 


tcggggcatg 


aatcccgctg 


acaaaccagc 


ctgggcccga 


gaggtagaag 


agagaacaag 


1620 


gatgaacaag 


cagcagaact 


ctcccttggc 


caagagcaag 


ccaggcagca 


cggggcctga 


1680 


gccccccatc 


ccccaggcct 


ccccagggcc 


cccaggaccc 


ctttcccaga 


ctcctcctat 


1740 


gcagaggccg 


gtggagcccc 


aggagggacc 


gcacaagagc 


ctggtggcac 


accgggtccc 


1800 


actgaagcca 


tatgcagcac 


ctgtaccccg 


atcccagtcc 


ctgcaggacc 


agcccacccg 


1860 


aaacctggct 


gccttcccag 


cctcccatga 


ccccgaccct 


gccatccccg 


cacccactgc 


1920 


cacgcccagt 


gcccgaggag 


ctgtcatccg 


ccagaattca 


gaccccacct 


ctgaaggacc 


1980 


tggccccagc 


ccgaatcccc 


cagcctgggt 


ccgcccagat 


aacgaggccc 


cacccaaggt 


2040 


gcctcagagg 


acctcatcta 


tcgccactgc 


ccttaacacc 


agtggggccg 


gagggtcccg 


2100 


gccagcccag 


gcagtccgtg 


ccagacctcg 


cagcaactcc 


gcctggcaaa 


tctatctgca 


2160 


aaggcgggca 


gagcggggca 


ccccaaagcc 


tccagggccc 


cctgctcagc 


cccctggccc 


2220 


gcccaacgcc 


tctagtaacc 


ccgacctcag 


gaggagcgac 


cctggctggg 


aacgctcgga 


2280 


cagcgtcctt 


ccagcctctc 


acgggcacct 


cccccaggct 


ggctcactgg 


agcggaaccg 


2340 


cgtgggagcc 


tcctccaaac 


tggacagctc 


ccctgtgctc 


tcccctggga 


ataaagccaa 


2400 


gcccgacgac 


caccgctcac 


ggccaggccg 


gcccgcagac 


tttgtgttgc 


tgaaagagcg 


2460 


gactctggac 


gaggcccctc 


ggcctcccaa 


gaaggccatg 


gactactcgt 


cgtccagcga 


2520 


ggaggtggaa 


agcagtgagg 


acgacgagga 


ggaaggcgaa 


ggcgggccag 


cagaggggag 


2580 


cagagatacc 


cctgggggcc 


gcgatgggga 


tacagacagc 


gtcagcacca 


tggtggtcca 


2640 


cgacgtcgag 


gagatcaccg 


ggacccagcc 


cccatacggg 


99 c £j<jcacca 


tggtggtcca 


2700 


gcgcacccct 


gaagaggagc 


ggaacctgct 


gcatgctgac 


agcaatgggt 


acacaaacct 


2760 


gcctgacgtg 


gtccagccca 


gccactcacc 


caccgagaac 


agcaaaggcc 


aaagcccacc 


2820 


ctcgaaggat 


gggagtggtg 
j j j ~> ~j -j -j 


actaccagtc 


tcgtgggctg 

Z) z) zj zj zj 


gtaaaggccc 


ctggcaagag 


2880 


ctcgttcacg 


atgtttgtgg 


atctagggat 


ctaccagcct 


ggaggcagtg 


gggacagcat 


2940 


ccccatcaca 


gccctagtgg 


gtggagaggg 


cactcggctc 


gaccagctgc 


agtacgacgt 


3000 


gaggaagggt 


tctgtggtca 


acgtgaatcc 


caccaacacc 


cgggcccaca 


gtgagacccc 


3060 
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tgagatccgg 


aagtacaaga 


agcgattcaa 


ctccgagatc 


ctctgtgcag 


ccctttgggg 


3120 


ggtcaacctg 


ctggtgggca 


cggagaacgg 


gctgatgttg 


ctggaccgaa 


gtgggcaggg 


3180 


caaggtgtat 


ggactcattg 


ggcggcgacg 


cttccagcag 


atggatgtgc 


tggaggggct 


3240 


caacctgctc 


atcaccatct 


cagggaaaag 


gaacaaactg 


cgggtgtatt 


acctgtcctg 


3300 


gctccggaac 


aagattctgc 


acaatgaccc 


agaagtggag 


aagaagcagg 


gctggaccac 


3360 


cgtgggggac 


atggagggct 


gcgggcacta 


ccgtgttgtg 


aaatacgagc 


ggattaagtt 


3420 


cctggtcatc 


gccctcaaga 


gctccgtgga 


ggtgtatgcc 


tgggccccca 


aaccctacca 


3480 


caaattcatg 


gccttcaagt 


cctttgccga 


cctcccccac 


cgccctctgc 


tggtcgacct 


3540 


gacagtagag 


gaggggcagc 


ggctcaaggt 


catctatggc 


tccagtgctg 


gcttccatgc 


3600 


tgcggatgtc 


gactcgggga 


acagctatga 


catctacatc 


cctgtgcaca 


tccagagcca 


3660 


gatcacgccc 


catgccatca 


tcttcctccc 


caacaccgac 


ggcatggaga 


tgctgctgtg 


3720 


ctacgaggac 


gagggtgtct 


acgtcaacac 


gtacgggcgc 


atcattaagg 


atgtggtgct 


3780 


gcagtggggg 


gagatgccta 


cttctgtggc 


ctacatctgc 


tccaaccaga 


taatgggctg 


3840 


gggtgagaaa 


gccattgaga 


tccgctctgt 


ggagacgggc 


cacctcgacg 


gggtcttcat 


3900 


gcacaaacga 


gctcagaggc 


tcaagttcct 


gtgtgagcgg 


aatgacaagg 


tgttttttgc 


3960 


ctcagtccgc 


tctgggggca 


gcagccaagt 


ttacttcatg 


actctgaacc 


gtaactgcat 


4020 


catgaactgg 


tga 










4033 



<210> 6 

<211> 1276 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Asp Val Thr Glu Asp Glu Glu Glu Glu lie Lys Gin Glu lie Asn 
15 10 15 

Met Leu Lys Lys Tyr Ser His His Arg Asn lie Ala Thr Tyr Tyr Gly 
20 25 30 

Ala Phe lie Lys Lys Ser Pro Pro Gly Asn Asp Asp Gin Leu Trp Leu 
35 40 45 

Val Met Glu Phe Cys Gly Ala Gly Ser Val Thr Asp Leu Val Lys Asn 
50 55 60 
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Thr Lys Gly Asn Ala Leu Lys Glu Asp Cys lie Ala Tyr lie Cys Arg 
65 70 75 80 



Glu lie Leu Arg Gly Leu Ala His Leu His Ala His Lys Val lie His 
85 90 95 



Arg Asp He Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala Glu Val 
100 105 110 



Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg Thr Val Gly 
115 120 125 



Arg Arg Asn Thr Phe He Gly Thr Pro Tyr Trp Met Ala Pro Glu Val 
130 135 140 



He Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr Asp Tyr Arg Ser Asp 
145 150 155 160 



He Trp Ser Leu Gly He Thr Ala He Glu Met Ala Glu Gly Ala Pro 
165 170 175 



Pro Leu Cys Asp Met His Pro Met Arg Ala Leu Phe Leu He Pro Arg 
180 185 190 



Asn Pro Pro Pro Arg Leu Lys Ser Lys Lys Trp Ser Lys Lys Phe He 
195 200 205 



Asp Phe He Asp Thr Cys Leu He Lys Thr Tyr Leu Ser Arg Pro Pro 
210 215 220 



Thr Glu Gin Leu Leu Lys Phe Pro Phe He Arg Asp Gin Pro Thr Glu 
225 230 235 240 



Arg Gin Val Arg He Gin Leu Lys Asp His He Asp Arg Ser Arg Lys 
245 250 255 



Lys Arg Gly Glu Lys Glu Glu Thr Glu Tyr Glu Tyr Ser Gly Ser Glu 
260 265 270 



Glu Glu Asp Asp Ser His Gly Glu Glu Gly Glu Pro Ser Ser He Met 
275 280 285 
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Asn Val Pro Gly Glu Ser Thr Leu Arg Arg Glu Phe Leu Arg Leu Gin 
290 295 300 



Gin Glu Asn Lys Ser Asn Ser Glu Ala Leu Lys Gin Gin Gin Gin Leu 
305 310 315 320 



Gin Gin Gin Gin Gin Arg Asp Pro Glu Ala His lie Lys His Leu Leu 
325 330 335 



His Gin Arg Gin Arg Arg lie Glu Glu Gin Lys Glu Glu Arg Arg Arg 
340 345 350 



Val Glu Glu Gin Gin Arg Arg Gly Arg Glu Gin Arg Lys Leu Gin Glu 
355 360 365 



Lys Glu Gin Gin Arg Arg Leu Glu Asp Met Gin Ala Leu Arg Arg Glu 
370 375 380 



Glu Glu Arg Arg Gin Ala Glu Arg Glu Gin Glu Tyr Lys Arg Lys Gin 
385 390 395 400 



Leu Glu Glu Gin Arg Gin Ser Glu Arg Leu Gin Arg Gin Leu Gin Gin 
405 410 415 



Glu His Ala Tyr Leu Lys Ser Leu Gin Gin Gin Gin Gin Gin Gin Gin 
420 425 430 



Leu Gin Lys Gin Gin Gin Gin Gin Leu Leu Pro Gly Asp Arg Lys Pro 
435 440 445 



Leu Tyr His Tyr Gly Arg Gly Met Asn Pro Ala Asp Lys Pro Ala Trp 
450 455 460 



Ala Arg Glu Val Glu Glu Arg Thr Arg Met Asn Lys Gin Gin Asn Ser 
465 470 475 480 



Pro Leu Ala Lys Ser Lys Pro Gly Ser Thr Gly Pro Glu Pro Pro lie 
485 490 495 



Pro Gin Ala Ser Pro Gly Pro Pro Gly Pro Leu Ser Gin Thr Pro Pro 
500 505 510 
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Met Gin Arg Pro Val Glu Pro Gin Glu Gly Pro His Lys Ser Leu Val 
515 520 525 



Ala His Arg Val Pro Leu Lys Pro Tyr Ala Ala Pro Val Pro Arg Ser 
530 535 540 



Gin Ser Leu Gin Asp Gin Pro Thr Arg Asn Leu Ala Ala Phe Pro Ala 
545 550 555 560 



Ser His Asp Pro Asp Pro Ala lie Pro Ala Pro Thr Ala Thr Pro Ser 
565 570 575 



Ala Arg Gly Ala Val lie Arg Gin Asn Ser Asp Pro Thr Ser Glu Gly 
580 585 590 



Pro Gly Pro Ser Pro Asn Pro Pro Ala Trp Val Arg Pro Asp Asn Glu 
595 600 605 



Ala Pro Pro Lys Val Pro Gin Arg Thr Ser Ser lie Ala Thr Ala Leu 
610 615 620. 



Asn Thr Ser Gly Ala Gly Gly Ser Arg Pro Ala Gin Ala Val Arg Ala 
625 630 635 640 



Arg Pro Arg Ser Asn Ser Ala Trp Gin lie Tyr Leu Gin Arg Arg Ala 
645 650 655 



Glu Arg Gly Thr Pro Lys Pro Pro Gly Pro Pro Ala Gin Pro Pro Gly 
660 665 670 



Pro Pro Asn Ala Ser Ser Asn Pro Asp Leu Arg Arg Ser Asp Pro Gly 
675 680 685 



Trp Glu Arg Ser Asp Ser Val Leu Pro Ala Ser His Gly His Leu Pro 
690 695 700 



Gin Ala Gly Ser Leu Glu Arg Asn Arg Val Gly Ala Ser Ser Lys Leu 
705 710 715 720 



Asp Ser Ser Pro Val Leu Ser Pro Gly Asn Lys Ala Lys Pro Asp Asp 
725 730 735 



His Arg Ser Arg Pro Gly Arg Pro Ala Asp Phe Val Leu Leu Lys Glu 
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740 745 750 



Arg Thr Leu Asp Glu Ala Pro Arg Pro Pro Lys Lys Ala Met Asp Tyr 
755 760 765 



Ser Ser Ser Ser Glu Glu Val Glu Ser Ser Glu Asp Asp Glu Glu Glu 
770 775 780 



Gly Glu Gly Gly Pro Ala Glu Gly Ser Arg Asp Thr Pro Gly Gly Arg 
785 790 795 800 



Asp Gly Asp Thr Asp Ser Val Ser Thr Met Val Val His Asp Val Glu 
805 810 815 



Glu He Thr Gly Thr Gin Pro Pro Tyr Gly Gly Gly Thr Met Val Val 
820 825 830 



Gin Arg Thr Pro Glu Glu Glu Arg Asn Leu Leu His Ala Asp Ser Asn 
835 840 845 



Gly Tyr Thr Asn Leu Pro Asp Val Val Gin Pro Ser His Ser Pro Thr 
850 855 860 



Glu Asn Ser Lys Gly Gin Ser Pro Pro Ser Lys Asp Gly Ser Gly. Asp 
865 870 875 880 



Tyr Gin Ser Arg Gly Leu Val Lys Ala Pro Gly Lys Ser Ser Phe Thr 
885 890 895 



Met Phe Val Asp Leu Gly He Tyr Gin Pro Gly Gly Ser Gly Asp Ser 
900 905 910 



He Pro He Thr Ala Leu Val Gly Gly Glu Gly Thr Arg Leu Asp Gin 
915 920 925 



Leu Gin Tyr Asp Val Arg Lys Gly Ser Val Val Asn Val Asn Pro Thr 
930 935 940 



Asn Thr Arg Ala His Ser Glu Thr Pro Glu He Arg Lys Tyr Lys Lys 
945 950 955 960 



Arg Phe Asn Ser Glu He Leu Cys Ala Ala Leu Trp Gly Val Asn Leu 
965 970 975 
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Leu Val Gly Thr Glu Asn Gly Leu Met Leu Leu Asp Arg Ser Gly Gin 
980 985 990 



Gly Lys Val Tyr Gly Leu lie Gly Arg Arg Arg Phe Gin Gin Met Asp 
995 1000 1005 



Val Leu Glu Gly Leu Asn Leu Leu lie Thr lie Ser Gly Lys Arg 
1010 1015 1020 



Asn Lys Leu Arg Val Tyr Tyr Leu Ser Trp Leu Arg Asn Lys lie 
1025 1030 1035 



Leu His Asn Asp Pro Glu Val Glu Lys Lys Gin Gly Trp Thr Thr 
1040 1045 1050 



Val Gly Asp Met Glu Gly Cys Gly His Tyr Arg Val Val Lys Tyr 
1055 1060 1065 



Glu Arg lie Lys Phe Leu Val lie Ala Leu Lys Ser Ser Val Glu 
1070 1075 1080 



Val Tyr Ala Trp Ala Pro Lys Pro Tyr His Lys Phe Met Ala Phe 
1085 1090 1095 



Lys Ser Phe Ala Asp Leu Pro His Arg Pro Leu Leu Val Asp Leu 
1100 1105 1110 



Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie Tyr Gly Ser Ser 
1115 1120 1125 



Ala Gly Phe His Ala Ala Asp Val Asp Ser Gly Asn Ser Tyr Asp 
1130 1135 1140 



He Tyr He Pro Val His He Gin Ser Gin He Thr Pro His Ala 
1145 1150 1155 



He He Phe Leu Pro Asn Thr Asp Gly Met Glu Met Leu Leu Cys 
1160 1165 1170 



Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr Gly Arg He He 
1175 1180 1185 
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Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro Thr Ser Val Ala 
1190 1195 1200 



Tyr lie Cys Ser Asn Gin lie Met Gly Trp Gly Glu Lys Ala lie 
1205 1210 1215 



Glu lie Arg Ser Val Glu Thr Gly His Leu Asp Gly Val Phe Met 
1220 1225 1230 



His Lys Arg Ala Gin Arg Leu Lys Phe Leu Cys Glu Arg Asn Asp 
1235 1240 1245 



Lys Val Phe Phe Ala Ser Val Arg Ser Gly Gly Ser Ser Gin Val 
1250 1255 1260 



Tyr Phe Met Thr Leu Asn Arg Asn Cys lie Met Asn Trp 
1265 1270 1275 



<210> 7 

<211> 10 

<212> PRT 

<213> Unknown 



<220> 

<223> HA epitopte tag 
<400> 7 

Ala Tyr Pro Tyr Asp Val Pro Asp Tyr Ala 
15 10 



<210> 8 

<211> 31 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> synthetic 

<400> 8 

agcttgcagc catcagggtt atggatgtca c 31 



<210> 9 

<211> 31 

<212> DNA 

<213> Artificial sequence 
<220> 



24 



<223> synthetic 



<400> 9 

gtgacatcca taaccttgat ggctgcaagc t 



<210> 10 

<211> 14 

<212> PRT 

<213> Unknown 

<220> 

<223> Myc epitope tag 
<400> 10 

Ala Ser Met Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn 
15 10 



<210> 11 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 11 

Pro Cys Pro Pro Ser Arg 
1 5 



<210> 12 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 12 

Pro Arg Val Pro Val Arg 
1 5 



<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 



<400> 13 

Pro Asn Leu 
1 



Pro Pro Arg 
5 



<210> 14 

<211> 6 

<212> PRT 

<213> Homo sapiens 



25 



<400> 14 

Pro Pro Leu Pro Thr Arg 
1 5 



<210> 15 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 15 



Pro Lys Val Pro Gin Arg 
1 5 



